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ANOMALOUS DIFFUSION
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Superdiffusion Brownian diffusion



GENERALIZATION OF THE DIFFUSION EQUATION
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GENERALIZED  MASTER  EQUATION  APPROACH
∂P (x, t)

∂t
=

∫
t

0

ds φ(t − s)
∂2P (x, s)

∂x2

d
〈
x2

〉
dt

= 2

∫
t

0

φ(s)

∂2P (x, t)

∂t2
= −α

∂P (x, t)

∂t
+ λ

∂2P (x, t)

∂x2

Correlated Random Walk

φ(t) = e−αt



P (k, ε) =
1

ε + W(k)φ(ε)

GENERALIZED  MASTER  EQUATION  APPROACH
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AGE-DEPENDENT  MOVEMENTS



HANTA VIRUS EPIDEMIC



HANTA VIRUS EPIDEMIC
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HANTA VIRUS EPIDEMIC
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